Additional file 2: Figure S1. Pairwise Fs: between study sites based on genetic distance. F values are plotted below the diagonal
and p-values on the top. Color gradient based on Fs; values (yellow = highest, blue = lowest).

Central North

South

North

Central South
Semera | Bati Gewane | Awash Erer-Gota | Dire Dawa | Jigjiga Degehabur | Kebridehar | Godey

Semera 0.00901 | 0.53153 | 0.00901 | <0.00001 | <0.00001 | 0.01802  0.02703 | <0.00001 | <0.00001

Bati <0.00001 | <0.00001 | <0.00007 | <0.00001 | <0.00001 | <0.00001 |  <0.00001 | <0.00001

Gewane 0.03604 | <0.00001 |  0.02703 | 0.05405 0.0991 |  <0.00001 | <0.00001

Awash Sebat Kilo | 0.32193 | 0.84429 | 0.31231 0.99099 | 059459 | 059459 |  0.56757 0.1982 | 0.36937

Erer-Gota | 0.47091 | 0.90401 | 0.52134 0.10811 | 0.08108 |  0.28829 0.2973 | 0.99099

Dire Dawa 0.45946 |  0.99099 | <0.00001 | 0.06306

Jigiiga 0.37838 | <0.00001 | 0.04505

Degehabur . 0.01802 |  0.0991

Kebridehar | 0.6085 | 0.9641 | 0.70716 0.34638 | . 0.99099
Godey | 0.50285 | 0.95792 | 0.5698




Additional file 2: Figure S2. Pairwise Fs: between study sites based on haplotype frequencies. Fs: values are plotted on the below
the diagonal and p-values on top. Color gradient based on F¢ values (yellow = highest, blue = lowest).

Central North

South

North Central South
Semera | Bati Gewane | Awash Erer-Gota | Dire Dawa | Jigjiga Degehabur | Kebridehar | Godey

Semera <0.00001 0.4955 | 0.01802 | <0.00001 | <0.00001 | 0.00901 0.02703 <0.00001 <0.00001

Bati 0.01802 | <0.00001 | <0.00001 | <0.00001 | <0.00001 <0.00001 <0.00001 <0.00001

Gewane . 0.04505 | <0.00001 0.07207 | <0.00001 0.06306 <0.00001 <0.00001

Awash Sebat Kilo 0.74062 | 0.29016 0.99099 0.62162 | 0.18018 0.62162 0.34234 0.46847

Erer-Gota | 0.37423 | 0.83693 | 0.50024 0.04505 | 0.00901 0.35135 0.99099 0.99099

Dire Dawa 0.55201 0.06306 0.99099 <0.00001 0.02703

Jigjiga 0.65032 0.32653 0.15315 <0.00001 0.03604

Degehabur 0.61093 0.01802 0.05405

Kebridehar | 0.48365 | 0.89341 | 0.64568 0.4844 0.99099
Godey | 0.39861 0.8795 | 0.54701 0.39459




